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1) Accession codes for three samples were mislabelled:DO
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http://d
0305-4The specimen label 2008-32-14409 (1070) in the article should read 2008-32-604 (1070)
The specimen label 2012-32-1496 (1045) in the article should read 2009-32-1496 (1045)
The specimen label 2008-32-2371 (1066) in the article should read 2009-32-2371 (1066)2) Amisplaced marker in Table 2 for ringed seal, where the peptidemarker atm/z 2853 should have been placed in the rowm/z 2869 as it is
in our previous publication (Kirby et al., 2013). Note that due to variable proline hydroxylation creating a similar mass shift as an alanine
to serine substitution on this particular marker, within the ﬁngerprint it is the most abundant peak referred to here as the marker (e.g.,
typically the middle of the 2837/2853/2869 or 2853/2869/2885 peptide sets e see Buckley et al., 2009); otherwise sequencing would be
required.
3) Within Table 2 there is also an unused marker row at m/z 1626 included in error.
Note that the markers in Table 2 were rounded down whereas it in previous publications we have given to one decimal place (e.g.,
Buckley et al., 2009). These would be approximately:
1063.6, 1079.6, 1105.6, 1121.6, 1205.6, 1221.6, 1441.7, 1443.7, 1453.7, 1550.8, 1566.8, 1638.8, 1652.8, 1682.8, 2089.1, 2091.1, 2105.1, 2119.1,
2121.1, 2133.1, 2135.1, 2171.1, 2215.9, 2231.9, 2246.0, 2853.4, 2869.4, 2883.4, 2957.4, 3003.4, 3023.4, 3039.4, 3051.4.
Acquired m/z values will depend on the calibration but are typically within 0.2 of the above.
Also note that within Table 4 ‘dephininae’ should read ‘delphininae’.References
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